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3 <110> APPLICANT: Kureha Chemical Industry Company, Limited 

4 KAMATA, Toru 

5 MITSUSHITA, Jun j i 

7 <120> TITLE OF INVENTION: Antibodies to Noxl polypeptide, method for the detection of 
cancer using 

8 Noxl gene and method for screening substances suppressing cancer growth 
10 <130> FILE REFERENCE: 0701012WO1 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/570 , 011 
C--> 12 <141> CURRENT FILING DATE: 2006-03-01 

12 <160> NUMBER OF SEQ ID NOS : 27 

14 <170> SOFTWARE: Patentln version 3.1 

16 <210> SEQ ID NO: 1 

17 <211> LENGTH: 1734 

18 <212> TYPE: DNA 

19 <213> ORGANISM: Homo sapiens 

21 <220> FEATURE: 

22 <221> NAME /KEY: CDS 

23 <222> LOCATION: (71).. (1618) 

24 <223> OTHER INFORMATION: Human Noxl polypeptide of SEQ NO: 2 
2 7 <400> SEQUENCE: 1 

28 ggacctctcc agaatccgga ttgctgaatc ttccctgttg cctagaaggg ctccaaacca 60 

30 cctcttgaca atg gga aac tgg gtg gtt aac cac tgg ttt tea gtt ttg 109 

31 Met Gly Asn Trp Val Val Asn His Trp Phe Ser Val Leu 

32 1 5 10 
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302 
303 
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306 <210> SEQ ID NO: 3 

307 <211> LENGTH: 2577 

308 <212> TYPE: DNA 

309 <213> ORGANISM: Rattus norvegicus 

311 <220> FEATURE: 

312 <221> NAME /KEY : CDS 

313 <222> LOCATION: ( 128 )..( 1819) 

314 <223> OTHER INFORMATION: Rat Noxl polypeptide of SEQ NO: 4 
317 <400> SEQUENCE: 3 



318 ttctgagtag gtgtgcattt gagtgtcata aagacatata tcttgagcta gacagaagtt 
320 cctatcctga aggatcccat cagagaaacc agattgctcc taagaggctc cagacctcca 



322 


tttgaca 


atg 


gga 


aac 


tgg 


ctg 


gtt 


aac 


cac 


tgg 


etc 


tea 


gtt 


ttg 


ttt 


323 






Met 


Gly 


Asn 


Trp 


Leu 


Val 


Asn 


His 


Trp 


Leu 


Ser 


Val 


Leu 


Phe 


324 






1 








5 










10 










326 


ctg 


gtt 


tct 


tgg 


ttg 


ggg 


ctg 


aac 


att 


ttt 


ctg 


ttt 


gtg 


tac 


gtc 


ttc 


327 


Leu 


Val 


Ser 


Trp 


Leu 


Gly Leu Asn 


He 


Phe 


Leu 


Phe 


Val 


Tyr 


Val 


Phe 


328 


15 










20 










25 










30 


330 


ctg 


aat 


tat 


gag 


aag 


tct 


gac 


aag 


tac 


tat 


tac 


acg 


aga 


gaa 


att 


etc 


331 


Leu 


Asn 


Tyr 


Glu 


Lys 


Ser 


Asp 


Lys 


Tyr Tyr 


Tyr 


Thr 


Arg 


Glu 


He 


Leu 


332 










35 










40 










45 




334 


gga 


act 


gee 


ttg 


gec 


ttg 


gec 


aga 


gca 


tct 


get 


ttg 


tgc 


ctg 


aat 


ttt 


335 


Gly 


Thr 


Ala 


Leu 


Ala 


Leu Ala Arg Ala Ser 


Ala 


Leu 


Cys 


Leu 


Asn 


Phe 


336 








50 










55 










60 






338 


aac 


age 


atg 


gtg 


ate 


ctg 


att 


cct 


gtg 


tgt 


cga 


aat 


ctg 


etc 


tec 


ttc 


339 


Asn 


Ser 


Met 


Val 


He 


Leu 


He 


Pro 


Val 


Cys 


Arg 


Asn 


Leu 


Leu 


Ser 


Phe 


340 






65 










70 










75 








342 


ctg 


agg 


ggc 


ace 


tgc 


tea 


ttt 


tgc 


aac 


cac 


acg 


ctg 


aga 


aag 


cca 


ttg 


343 


Leu 


Arg 


Gly 


Thr 


Cys 


Ser 


Phe 


Cys 


Asn 


His 


Thr 


Leu 


Arg 


Lys 


Pro 


Leu 


344 




80 










85 










90 










346 


gat 


cac 


aac 


etc 


acc 


ttc 


cat 


aag 


ctg 


gtg 


gca 


tat 


atg 


ate 


tgc 


ata 


347 


Asp 


His 


Asn 


Leu 


Thr 


Phe 


His 


Lys 


Leu 


Val 


Ala 


Tyr 


Met 


He 


Cys 


He 


348 


95 










100 










105 










110 


350 


ttc 


aca 


get 


att 


cat 


ate 


att 


gca 


cat 


eta 


ttt 


aac 


ttt 


gaa 


cgc 


tac 


351 


Phe 


Thr 


Ala 


He 


His 


He 


He 


Ala 


His 


Leu 


Phe 


Asn 


Phe 


Glu 


Arg 


Tyr 


352 










115 










120 










125 




354 


agt 


aga 


age 


caa 


cag 


gee 


atg 


gat 


gga 


tct 


ctt 


gec 


tct 


gtt 


etc 


tec 


355 


Ser 


Arg 


Ser 


Gin 


Gin 


Ala Met Asp Gly Ser 


Leu 


Ala 


Ser 


Val 


Leu 


Ser 


356 








130 










135 










140 






358 


age 


eta 


ttc 


cat 


ccc 


gag 


aaa 


gaa 


gat 


tct 


tgg 


eta 


aat 


ccc 


ate 


cag 


359 


Ser 


Leu 


Phe 


His 


Pro 


Glu 


Lys 


Glu 


Asp 


Ser 


Trp 


Leu 


Asn 


Pro 


He 


Gin 


360 






145 










150 










155 








362 


tct 


cca 


aac 


gtg 


aca 


gtg 


atg 


tat 


gca 


gca 


ttt 


acc 


agt 


att 


get 


ggc 


363 


Ser 


Pro 


Asn 


Val 


Thr 


Val 


Met 


Tyr Ala Ala 


Phe 


Thr 


Ser 


He 


Ala 


Gly 


364 




160 










165 










170 










366 


ctt 


act 


gga 


gtg 


gtc 


gee 


act 


gtg 


get 


ttg 


gtt 


etc 


atg 


gta 


act 


tea 


367 


Leu 


Thr 


Gly 


Val 


Val 


Ala 


Thr 


Val 


Ala 


Leu 


Val 


Leu 


Met 


Val 


Thr 


Ser 



368 175 180 185 190 



60 
120 
169 

217 

265 

313 

361 

409 

457 

505 

553 

601 

649 

697 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 03/08/2006 

PATENT APPLICATION: US/10/570, Oil TIME: 13:16:19 

Input Set : A:\PTO.KD.txt 

Output Set: N:\CRF4\03072006\J570011.raw 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:l; Line(s) 7 



file://C:\CRF4\Outhold\VsrJ57001 l.htm 



3/8/2006 



Page 7 of 8 



VERIFICATION SUMMARY DATE: 03/08/2006 

PATENT APPLICATION: US/10/570 , Oil TIME: 13:16:19 

- * - Input Set : A:\PTO.KD.txt 

Output Set: N:\CRF4\03072006\J570011.raw 

L:12 M:270 C: Current Application Number differs, Replaced Current Application No 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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